The effects of metapopulation structure

= Many diseases have clusters in their population-genetic
variability (strains)

on multi-strain disease dynamics

= This partial cross-protective immunity affects disease dynamics

and can influence intervention strategies. . . , ,
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The Gupta et al. [4] Framework
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w3 g s Dynamics are dampened in populations further down the chain
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How does migration affect dynamics when parameters differ between populations?

Destination populations inherit the dynamics of migrant origins
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Adding Migration
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Following Xiao et al. [5], we model movement between populations -c%;
using the matrix representation of a dispersal network: L 0.751 - 0.
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When there are multiple sources contributing to a single sink, which dynamics dominate?

Chaos overrules cycles, and cycles overrule steady states
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